Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.008 Å; disorder in main residue; R factor = 0.032; wR factor = 0.084; data-to-parameter ratio = 17.8.
In the centrosymmetric binuclear complex of the title solvate, [Sm 2 (C 21 III is coordinated in a distorted monocapped octahedral geometry by four O atoms and two N atoms from two tridentate deprotonated 2-{bis[(2-oxidobenzylidene)amino]methyl}phenolate ligands and an O atom of a tetrahydrofuran (THF) molecule. The SmÁ Á ÁSm distance in the complex is 3.8057 (4) Å . Parts of the coordinating THF molecule are disordered over two sets of sites in a 0.56 (3):0.44 (3) ratio. The complex and solvent molecules are linked into a three-dimensional structure via C-HÁ Á ÁO hydrogen-bonding interactions.
Related literature
For general reports on the tripodal ligand 2-bis-(salicylidieneamino)methylphenol, see: Nabulsi et al. (1988) ; Achim et al. (2001) ; Yu et al. (1991) ; Snyder et al.(1989) ; Chaudhuri et al. (1998) ; Illingsworth et al. (2002) . For related structures, see: Howell et al. (1998) ; Liu et al. (1998) ; Dubé et al. (1998) . For ionic radii, see: Shannon (1976) .
Experimental
Crystal data [Sm 2 (C 21 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrystalClear (Rigaku, 2004 ); cell refinement: CrystalClear; data reduction: CrystalStructure (Rigaku/MSC, 2004); program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: publCIF (Westrip, 2010) and PLATON (Spek, 2009 (Achim et al., 2001; Yu et al., 1991; Snyder et al., 1989; Chaudhuri et al.,1998; Illingsworth et al., 2002 The molecular structure of compound (I) is presented in Fig. 1 . The Sm-O bond lengths of 2. 213 (2) Å to the terminal aryloxide and of 2.369 (2) Å to the bridging aryloxide are similar compared to those in the analogous complex (4) and 2.388 (3) Å, respectively) (Howell et al., 1998) when the difference of the ionic radii is taken into account. In the title compound, Sm has a coordination number of seven resulting in a distorted mono-capped octahedral coordination geometry for the metal (Fig. 2) , whereas in the other structure the coordination number is eight. (Dubé et al., 1998) . Two Sm atoms are bridged by aryloxide groups The crystal packing is stabilized by C-H···O hydrogen bonds (Table 1 , Fig. 3 ), including an intra-molecular hydrogen bond (C22-H22B···O3 ) and inter-molecular hydrogen bonds (C4-H4A···O5 and C21-H21A···O5).
Experimental 2-bis-(salicylidiene-amino)-methyl-phenol was prepared according to the literature procedure (Illingsworth et al., 2002) .
To a suspension of SmCl 3 (0.536 g, 2.09 mmol) in 20 ml THF was added a THF solution of Ph 2 NK (10.3 ml, 6.27 mmol). 
Refinement
H atoms bound to tertiary C atoms were constrained to ideal geometry, with C-H = 0.98 Å and U iso (H) = 1.2U eq (C). The other H atoms were also placed in geometrically idealized positions and constrained to ride on their parent atoms, with C -H = 0.93 (aromatic and alkenyl) U iso (H) = 1.2U eq (C) or 0.97 Å (THF). The two central CH 2 -groups of the coordinating THF molecules were treated with disorder over two sites in a 0.56 (3) to 0.44 (3) ratio.
Computing details
Data collection: CrystalClear (Rigaku, 2004 ); cell refinement: CrystalClear (Rigaku, 2004) ; data reduction:
CrystalStructure (Rigaku/MSC, 2004 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: publCIF (Westrip, 2010) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title compound with displacement ellipsoids scaled to 30% probability. H atoms and two uncoordinated THF molecules were omitted. 
Bis(µ-2-{bis[(2-oxidobenzylidene)amino]methyl}phenolato)bis[(tetrahydrofuran)samarium(III)] tetrahydrofuran disolvate
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

